Figure S1: Representative photographs of tissue sections subjected to LMD. A longitudinal section of rice leaf blade at 48 hpi before (upper) and after (lower) excision of infected and flanking cells by LMD along the red line. MS; mesophyll cell, MO; mortar cell. Bar indicates 50 µm.
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Figure S1. Tanabe, Yokotani et al.


Figure S2: Hierarchical clustering of group A and B presented by a heat map of z-scores. The results of WL- and LMD-microarray were compared and genes were extracted by statistical analysis according to the FDR of “inoculation × sample” (a) and “inoculation but not sample” (b). Groups A and B were highlighted by dotted line. 
Figure S2. Tanabe, Yokotani et al.
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Figure S3: A representative photograph of spot-inoculated leaves of rice. The healthy region (H) and region including healthy and inoculated region (spot-inoculated region; H + I) are shown. Segments were excised along dotted lines. 
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Figure S3. Tanabe, Yokotani et al. 

Figure S4: (a) qRT-PCR analysis of the expression of OsWRKY19-SRDX in transgenic rice lines (T2 lines). Vertical axis is relative values to the expression of OsEF1a. (b) Localization of OsWRKY19 fused with GFP in the nucleus of epidermal cells of rice leaf sheath. The plasmid DNAs carrying the fusion gene and 35S/DsRED were introduced into rice cells by particle bombardment and fluorescence of GFP and DsRED in a single cell was independently observed. As a control, 35S/GFP was introduced and processed in the same way. 
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Figure S4. Tanabe, Yokotani et al.
image1.jpeg




image2.jpeg
(a) (‘inoculation’ but not ‘sample’)

Wimek WLR wes D Lupn uwns

0123512351 235122436481224364812243648

(b) (‘inoculation” X ‘sample’)

Wimo wir  wes MU Lupn uws

0123512351 235122436481224364812243648





image3.jpeg
Smm





image4.jpeg
()

05
04
03
02

01

NT

R

WRKY1G-5RDX





