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Statement of the Problem: Actins are highly conserved proteins
of ATPase super family that involved in the ATP binding domain
of the Hsp70 related proteins, sugar kinases, actin-related
proteins and prokaryotic actin homologue. In this study, a 976 bp
sequence was cloned from the neural ganglion of pacific abalone,
Haliotis discus hannai. The coding sequence of 270 bp translated
into a protein of 89 amino acid residue. A BLAST search indicated
that this protein represents 68% and 56% identity with rainbow
abalone and pacific oyster respectively. Moreover, alignment of
two or more sequences revealed that the amino acid sequence
of Haliotis has 42-56% similarity with mammalian and other
abalone actin sequences. Phylogenetic analysis demonstrates
that our predicted clone formed cluster with rainbow abalone due
to intense similarity of amino acid signature. Semi quantitative
reverse transcription (RT)-PCR, quantitative PCR (g-PCR)
confirmed that actin gene is highly expressed in Cerebral Ganglion
(CG) which indicates CG might be correlated with abalone cell
motility, structure, integrity and intercellular signalings.

Methodology & Theoretical Orientation:
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Findings: Isolation of a 976 bp actin gene from the cerebral
ganglion of pacific abalone containing 270 bp coding region of
89 amino acid residues. Our cloned gene and Haliotis iris actin
gene formed cluster due to similar taxonomic classification and
sequence identity.

Conclusion & Significance: Actin sequence of our clone might
have a potential to regulate cell movement, formation, integrity
and signaling mechanism.
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