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A Brief Note on Metagenomics  
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 Introduction 
 

Metagenomics is that the study of genetic material recovered directly 
from environmental samples. The broad field may additionally be 

observed as environmental genetic science, political economy or 
community genetic science. 

The term metagenomics, the genomic analysis of a population of 

microorganisms, was coined by Handelsman et al. with a notion to 
analyse a set of comparable however not identical things, as within 

the applied math idea of meta-analysis. The concept that the total 
environmental micro biome are often explored and analysed along 

has revolutionized our understanding of the ecology around United 
States of America. It's opened new horizons within the development 

of biotechnology supported the exploitation of uncultivated microbic 
species. The overwhelming majority of microorganisms being 

unculturable, metagenomics has resulted in discoveries that remained 
hidden from the standard culturing techniques. Although a many-

sided approach, the crux of applied metagenomics is to precise 
recovered genes in an exceedingly productive heterologous host. 

History Events in Metagenomics 

In 1985 Pace and Coworkers introduced the concept a biological 

research desoxyribonucleic acid directly from environmental 
Samples. In 1991 Schmidt and coworkers biological research of 

desoxyribonucleic acid from Picoplankton within the section vector 
future 16s RNA sequence sequence analysis. 

Types of Metagenomics 

There are 2 basic forms of Metagenomics studies  

1. Sequence primarily based Metagenomics: It involves 
sequencing and analysis of desoxyribonucleic acid from 

environmental Samples. 

2. Practical primarily based Metagenomics: Involves screening for 

a specific operate or activity. 

Whole sequence ordination sequencing Metagenomics  

Whole ordination sequencing developed by J.Craig Venter and 
Himilton smith in 1995. 
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Whole ordination sequence provides data concerning that organism 
are gift & that metabolic processes are  potential within the 
community. 

    

  Metagenomic Approaches 
There are 3 Broad sort of approaches are: 
•Biochemical Approach 
•Whole ordination Shot gun (WGS Methods) 
  
WGS Approaches are used chiefly in environmental studies from  
numerous sites. 
  
16s-RNA Sequencing: Most generally used approach for biology 
purpose of read. 
 
Sampling and process ‘The desoxyribonucleic acid extracted ought to 
represent all cell gift within the sample. Sufficient quantity of high-
quality nucleic acids could also be obtained for future library 
production and sequencing. 
  
If the target community is related to host, fraction or selective lysis is 
finished to make sure the smallest host desoxyribonucleic acid is 
obtained.When solely a particular a part of community is that the 
target of study. 
 
Certain forms of samples typically yield solely terribly little amounts 
of DNA: Amplification of beginning material may well be needed. 
Multiple displacement  amplification (MDA) victimization random 
haxamers and bacteriophage phi29 enzyme in accustomed increase 
desoxyribonucleic acid Yeilds. 
 

  Applications 

  
Metagenomics will improve methods for watching the impact of 
pollutants on ecosystems and for improvement up contaminated 
environments. Exaggerated understanding of Bioagumentation of 
biostimulation trails to succeed. Metagenomics has potential to 
advance information in an exceedingly wide selection of field. 

 Medicine 

 Engineering 

 Agriculture 

 Ecology 

 Biotehnology 

 CommunityMetabololism 

 Metatranscriptomatics 

 Antibiotics& prescription drugs  

 Oxidoreductases/ dehydrogenases 
 

 

 

 

 

 

Commentary 

Article 

All articles published in Journal of Applied Bioinformatics & Computational Biology are the property of SciTechnol, and is  

protected by copyright laws. Copyright © 2021, SciTechnol, All Rights Reserved. 
Technologyand Medicine 

mailto:gowthamibainaboina@gmail.com

