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Introduction
Enzymes are generally globular proteins, acting alone or in larger 

complexes. The sequence of the amino acids specifies the structure 
which successively determines the catalytic activity of the enzyme. 
The small, self-cleaving, RNAs aren't faced with this constraint and 
maybe this permitted them to evolve smaller catalytic centers. It 
remains possible, however, that the relationship between the size and 
reaction mechanism is simply fortuitous Ribozymes are catalytic 
RNAs present in modern genomes but considered as remnants of a 
prebiotic RNA world. The paradigmatic hammerhead ribozyme 
(HHR) may be a small self-cleaving motif widespread from bacterial 
to human genomes. These findings include the discovery that small 
ribonucleoprotein (RNP) particles aid in gene expression and genome 
maintenance, that tRNAs are active in replication processes, and that 
guide RNA molecules have a role in RNA editing. Catalytic RNAs are 
broadly grouped into two classes supported their size and reaction 
mechanisms: large and little ribozymes. The first group consists of the 
self-splicing group I and group II introns also because the RNA 
component of RNase P, whereas the latter group includes the 
hammerhead, hairpin, delta hepatitis ribozymes and varkud satellite 
(VS) RNA also as artificially selected nucleic acids. Large ribozymes 
consist of several hundreds up to 3000 nucleotides and they generate 
reaction products with a free 3’-hydroxyl and 5’-phosphate group 
Ribozymes are an important new class of metalloenzymes that have an 
unlikely feature: they're made entirely of RNA (RNA). Metal ions are 
essential for efficient chemical catalysis by ribozymes and are often 
required for the stabilization of ribozyme structure. Most ribozymes 
catalyze reactions at phosphorus centers through one among two 
major mechanistic pathways, and reaction has been observed at carbon 
centers. Ligand-activated ribozymes are developed that use proteins 
rather than small organic molecules as their effectors. In an early 
study, Burke and coworkers rendered the hairpin ribozyme dependent 
upon binding of the R17 coat protein by fusing the acceptable protein-
binding domain to at least one arm of the hairpin secondary structure 
Expression of the proto-oncogene c-myb is important for proliferation

of vascular smooth muscle cells. We have developed synthetic
hammerhead ribozymes that recognize and cleave c-myb RNA,
thereby inhibiting cell proliferation. Herein, we describe a method for
the selection of hammerhead ribozyme cleavage sites and optimization
of chemical modifications that maximize cell efficacy The strategy
used to prepare the tandem repeats of self-processing ribozymes was
supported the utilization of restriction enzymes that produce
compatible ends upon digestion. We have introduced into the basic
cloning unit the recognition sites for XbaI and SpeI at each end of the
molecule. To investigate whether these in vivo effects required that the
anti-TER ribozyme move, the antitumor activity of the anti-TER 180
ribozyme was directly compared thereupon of a ribozyme differing
from it by only a single-base mutation within the catalytic core. This
single-base mutation has been previously shown to abrogate ribozyme
cleavage Enzymes in muscle produce movement, in nerve cells they
open membrane channels that produce message-carrying impulses,
throughout the body enzymes produce, store, and convert energy from
one form to a different . Enzymes are biological catalysts. Enzymes,
which lower the activation energies of reaction , are liable for almost
every activity that we accompany living things. Indeed, enzymes even
control the synthesis, replication, folding, and activation of DNA
itself. Recent experimental work on the hairpin and hammerhead
ribozymes suggests that they need more similarities than previously
suspected. Notably, each is now known to function as a real RNA
catalyst, not requiring metal ions for folding or catalytic function. The
active conformation of the hairpin ribozyme has been established by
crystallography, and is well supported by biochemical and biophysical
evidence that has identified conformational changes and key
nucleotides required for catalysis. Analogous work is under way to
establish the active structure of the hammerhead ribozyme Ribozymes
are catalytic oligonucleotides that bind and cleave specific RNA
sequences . Numerous ribozyme motifs are found in nature, and extra
catalytic motifs are identified via in vitro selection . The hammerhead
ribozyme motif can be engineered to cleave an RNA substrate in trans,
making it a useful tool for selective inhibition of specific mRNAs. The
late RNA world, while also a matter of some speculation, is somewhat
more grounded actually , because it are often reasonably assumed that
biochemical reactions common to the three domains of recent life
would even have been administered by the last common ancestor
(LCA) of life. The LCA was, in turn, likely far removed from the first
invention of translation, but it was nonetheless the lineal inheritor of
ribozyme-based metabolism Sequence variants able to recognize the
primer-template during this new configuration then extend the primer
with tagged nucleotides were enriched by repeated rounds of in vitro
selection and amplification.
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