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Abstract

Dengue is one of the greatest important mosquito-borne viral sicknesses touching people; with over portion of the total populace living in regions at hazard initially, dengue infection contaminations happened for the most part as pestilences in tropical and subtropical nations There are four distinctive dengue infection (DENV) serotypes that share antigenic affiliations (DENV-1, DENV- 2, DENV-3, and DENV-4) Doctors/Scientists are confronting trouble in the characterization of dengue Virus (DV) through wet labs and accessible programming’s are not particular for this reason. Dengue infection has turned into a noteworthy general medical issue in Pakistan Through the computational approach, noteworthiness of ID in order for genome grouping of DV will turn out to be more productive in clinical and test ways. By methods for calculations it has been viewed as that rate of precision and factual control turn out to be more advantageous for genotyping of dengue Virus. On the premise of results we build up a Tool for the Classification of dengue Virus, the computational approach, importance of recognizable proof in arrangement for genome grouping of DV will turn out to be more effective in clinical and test ways.
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