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Abstract

Azadirachta indica is commonly referred to as Neem and is a member of the mahogany family, Meliaceae. Azadirachta indica has enormous therapeutic benefits and can show antibacterial activity, antiviral activity, anti-inflammatory activity, antioxidant effect and anticarcinogenic activity. Hence, it is recognized as a tree for solving global health problems. In the present study, subcellular localization prediction reveals that FDS of Azadirachta indica is a cytoplasmic protein. We predicted the 3D structure of the protein using homology modeling as 3D structure prediction methodology. The 3D structure of FDS was determined using SwissModel. Quality assessment of the model indicated that the model is reliable. Furthermore, it was discovered that FDS is involved in biological processes; metabolic process, cellular process, cellular metabolic process, primary metabolic process and the biochemical function of the protein is involved in transferase activity and metal ion binding


Keywords: Neem; Sequence analysis; FDS; Homology modeling





Subscription required

Please login to access the full article,
or register if you do not yet have an account

Not yet a registered user? Please Register Here








Login


Did you forget your username or password?































Track Your Manuscript















×
Manuscript Status






Close













Explore SciTechnol


	 Author Guidelines
	 Reviewer Guidelines
	 Hybrid Model
	 Associations
	 Submit Manuscript
	 Conferences







 Awards Nomination 



Google Scholar citation report

Citations : 305

Journal of Applied Bioinformatics & Computational Biology received 305 citations as per Google Scholar report









Journal of Applied Bioinformatics & Computational Biology peer review process verified at publons
















Journal Highlights


	 Bio-Image Processing 
	 Bio-Robotic Intelligence 
	 Biocomputing 
	 Bioinformatics 
	 Biostatistics 
	 Comparative genomics 
	 Computational Biology 
	 Database Management 
	 Homology Modelling 
	 In Silico Technologies 
	 Microarray Technologies 
	 Protein Prediction 
	 Sequence Analysis 
	 Systems Biology 










PMC/PubMed Indexed Articles




Profiling of Differential Expression of Genes in Mice Carrying Both Mutant Presenilin 1 and Amyloid Precursor Protein Transgenes with or without Knockout of B 2 Adrenergic Receptor Gene



Semi-automated Image Processing for Preclinical Bioluminescent Imaging
View More »
 









Tweets by @





















SciTechnol is an online publisher that enjoys global presence with International Journals on Clinical, Medical, Environmental, Pharmaceutical, Neurosciences and Business Management.

seks hikayeleri
türkçe porno
sikiş
konulu porno
konulu porno
konulu porno
rokettube
sarışın porno
türkçe porno
brazzers
xnxx
türk porno
porno hikayeleri

 




Follow Us


	
	
	
	
	






Tags


	Journals
	Conferences
	Submit Manuscript
	Hybrid Open Access
	Sitemap
	Alliance
	Careers
	Contact Us






© SciTechnol 2024. All Rights Reserved.









Contact Info


	


40 Bloomsbury Way
Lower Ground Floor

London, United Kingdom
WC1A 2SE




	


+44-203-769-1765




	


+44-738-964-6375




	


+44-203-004-1157 




	


editorialoffice@scitechnol.com



	


https://www.scitechnol.com/



	


https://twitter.com/scitechnol3





































































open access